Manual of Diagnostic Tests for Aquatic Diseases:

Protocol For The Proposed New Confirmatory Test For Spring Viraemia Of Carp

There is a typographical error in the sixth paragraph of the protocol
which is identified below in red text (web site address should not have a space between
the words fish and pathogen):

All amplified products are confirmed as SVCV in origin by cloninglzand sequencing,
subtype (Ia-1d) is identified using a BLAST search
(http://www.ebi.ac.uk/blastall/index.html) or by phylogenetic analysis using the SVCV
sequences available in the fish pathogen.net database. Phylogentenetic analysis is
undertaken using a 550 bp region corresponding to nucleotides 405-954 of the
glycoprotein gene.

The corrected red text is provided below:

All amplified products are confirmed as SVCV in origin by cloning12 and sequencing,
subtype (Ia-1d) is identified using a BLAST search
(http://www.ebi.ac.uk/blastall/index.html) or by phylogenetic analysis using the SVCV
sequences available in the fishpathogens.net database. Phylogentenetic analysis is
undertaken using a 550 bp region corresponding to nucleotides 405-954 of the
glycoprotein gene.




